Abstract:

UniProt, the Renal Gene Ontology Annotation Initiative, and beyond The completion of the human genome and many other genomes has shifted the attention from deciphering the sequence to the identification and characterization of the encoded components. The identification and functional annotation of the transcriptome, proteome and metabolome is here of special interest and reaches from the identification of genes and transcripts to functional information on many cellular components. 

Public domain databases like Ensembl, UniProt and many other resources are required to manage and collate this information and present it to the user community in both a human and machine readable manner to enable data mining. My talk will concentrate on the current status of annotating the cellular components, achievements and shortcomings, and future prospects towards a more complete characterization of cellular products, especially in the light of the annotation efforts of UniProt and of the Renal Gene Ontology Initiative.

