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Biomarkers which enable clinicians to predict the long-term prognosis of patients when they first present with disease would enable the advent of “personalised therapy” in a wide range of conditions.  This would justify the use of more intensive or novel therapies in induction and/or maintenance therapy in those at risk of aggressive disease, while at the same time allowing less intensive therapy to be used in those who do not need it, reducing toxicity and costs.  
We have used whole genome transcriptional analysis of purified leucocyte subsets to seek prognostic biomarkers in a number of autoimmune diseases.  Array analysis of CD8 T cells has identified a transcription “signature” which identifies a subset of patients which go on to have aggressive relapsing disease in both ANCA-associated vasculitis and SLE.  Genes which define this transcription signature make “immunological sense” and allow speculation as to how this transcription signature might drive disease relapse.  More recent data suggests that this signature is not confined only to autoimmune diseases, but is equally effective at predicting prognosis in inflammatory diseases such as Crohn’s Disease and Ulcerative Colitis.  This approach in general, and the CD8 T cell biomarker in particular, raise the prospect of personalised medicine guiding therapy in autoimmune and inflammatory disease. 

